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Drug-resistant tuberculosis (DR-TB) is a serious
problem that impedes the success of the TB control
program. Of note, multidrug-resistant (MDR)-TB and
extensively drug-resistant (XDR)-TB have certainly
complicated the scenario. One of the possible strate-
gies to overcome drug resistance in an economic and
simple manner would involve modification of existing
anti-TB drugs to obtain derivatives that can work on
resistant TB bacilli. These may have improved half-life
and increased bioavailability, be more efficacious, and
serve as cost-effective alternatives, as compared to
new drugs identified through conventional methods of
drug discovery and development. Although extensive
literature is available on the activity of various
derivatives of first-line drugs (isoniazid, rifampicin and
pyrazinamide) on drug-susceptible Mycobacterium
tuberculosis (MTB), reports on the activity of deriva-
tives on resistant MTB are very limited, to our knowl-
edge. In light of this, the present review aims to
provide a concise report on the derivatives of first-line
drugs that have the potential to overcome the resis-
tance to the parental drug and could thus serve as
effective alternatives.
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Despite the fact that tuberculosis (TB) is a preventable,
treatable, and curable disease, it still remains as one of the
world’s major cause of illness and death. It was estimated
in 2014 that 9.6 million people were infected and 1.5 mil-
lion died from TB. TB is a leading killer of human immunod-

eficiency virus (HIV)-positive people causing one-fourth of
all HIV-related deathsa.

Short course chemotherapy (SCC) the backbone of antitu-
bercular chemotherapy, consists of an initial intensive
phase of treatment for 2 months with a regimen compris-
ing of isoniazid (INH), rifampicin (RIF), pyrazinamide (PZA),
and ethambutol (EMB), followed by a choice of several
options, including INH and RIF, for the continuation phase
of 4 months (or alternatively, 6 months of INH and EMB or
thiacetazone) (1). The current 6–9 months of treatment for
TB is not only lengthy but also gives rise to a number of
side-effects that result in poor adherence to therapy,
which in turn eventually leads to drug resistance.

The emergence of multidrug-resistant tuberculosis (MDR-
TB), defined as infection with TB strains that are resistant
to the two most potent anti-TB drugs, viz. INH and RIF,
and extensively drug-resistant TB (XDR-TB), defined as
infection with MDR-TB isolates that are also resistant to
second-line anti-TB drugs such as fluoroquinolones and at
least one of the injectable drugs such as capreomycin,
kanamycin, or amikacin, has worsened the global TB
scenario considerablyb. Globally, 480 000 people are esti-
mated to have developed MDR-TB, and about 170 000
have died due to MDR-TB in 2014. It is estimated that
about 9.6% of MDR-TB cases had XDR-TBa.

Drug resistance poses a potential threat to the TB control
program. It requires a longer duration of therapy with close
monitoring and specialized treatment facilities; patients
remain infectious for longer periods, and drug-resistant (DR)-
TB causes accelerated disease leading to substantial mortal-
ity. The average treatment duration for DR-TB is 2 years, as
compared to 6 months for drug-susceptible TB. Treatment
employs second-line medications which are less effective
and very expensive, display cross-resistance, exhibit high
toxicity profiles, and are not readily available (2,3). Hence,
there is a lack of efficient drugs for the treatment of MDR-TB,
XDR-TB, and HIV-TB. New and better drugs that are not
only active against drug-resistant TB but also more impor-
tantly able to shorten the period of therapy are the need of
the hour. Simpler regimens consisting of well-tolerated
drugs, also appropriate for combined HIV-TB treatment, are
required for the success of the TB control program.
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It is encouraging to note that several new drugs designed
with a view to overcome the problem of drug resistance
as well as to shorten the duration of treatment are cur-
rently in trial, after a huge gap of 40 years. Two major
approaches could be used to develop novel drugs: (i) An
existing drug could be chemically modified to improve its
pharmacokinetic and pharmacodynamic properties leading
to the generation of novel analogues or derivatives, or (ii)
new lead molecules could be discovered either through
random screening or based on a detailed knowledge of a
specific target by rational design. Modification of existing
drugs to improve their properties remains a cost-effective
alternative to than searching for a new lead (4). An inter-
esting example for a modified derivative of an existing drug
is the close homologue of the INH metabolite, N2-acetyli-
soniazid, which demonstrated an unexpectedly higher level
of protection in MTB-infected mice. The investigators on
the study state that such close structural congeners of
metabolites of INH could serve as significant leads for anti-
tubercular drug discovery and studies aimed at exploring
the mechanism of action of INH (5). Thus, the scope of
this article was to review existing literature on the feasibility
and utility of derivatives designed from existing first-line
drugs, as potent alternatives for overcoming the problem
of resistance to the parental drug.

Isoniazid

INH, chemically known as isonicotinic acid hydrazide, is a
synthetic drug first described in 1912 and used as an anti-
TB drug since 1952 (Table 1, Number (No.) 1). Ever since,
it has remained a front-line antitubercular drug and a
choice of chemoprophylaxis for the treatment of TB (6).
INH is exclusively selective and specific to Mycobacterium

tuberculosis (MTB) and other mycobacteria, particularly the
MTB complex (MTBC) (7). It is bactericidal at minimum
inhibitory concentration (MIC) levels of 0.02–0.2 lg/mL for
susceptible strains of MTB and M. bovis (8).

Derivatives of Isoniazid

INH is a principle component in the current 6-month SCC.
Its high bactericidal activity, low cost, high bioavailability,
excellent intracellular penetration, and narrow spectrum of
action make it an almost ideal antimicrobial agent. It has a
simple structure, containing a pyridine ring and a hydrazide
group, and both moieties are essential for optimal activity
against MTB.

Many derivatives of INH have shown activity against TB
strains. There have been studies in which the antimy-
cobacterial pharmacophore moiety of INH has been
introduced into various kinds of molecules. Several types
of INH derivatives have been reported and classified
based on their structure, their lipophilicity has been cal-
culated, and structure–activity relationships have been

described. Numerous Schiff bases, hydrazones, hydra-
zides, and metal complexes of INH imparted very good
activity. About 510 derivatives of INH have been identi-
fied with improved activity against drug-susceptible MTB
as well as MDR-TB strains (9). Lourenco et al. (10) eval-
uated in vitro antibacterial activity against MTB-H37Rv,
using many nicotinic acid and INH analogues; many of
the analogues that contained the nitro group exhibited
better activity than INH itself suggesting that this class
of compounds could be a good starting point for the
development of new lead molecules for the treatment of
MDR-TB.

Isoniazid Derivatives Potent Against
Resistant MTB

Isonicotinohydrazides
Maccari et al. (11) carried out a study to evaluate the
in vitro antimycobacterial activity of isonicotinohydrazides
(two compounds), cyanoborane adducts (three com-
pounds), and the parental isonicotinohydrazone (ISNE).
They found that ISNE and hydrazides displayed good
antimycobacterial properties with rather low cytotoxicity.
Hydrazides 2a, 2d, and 2e showed the most appreciable
in vitro activity, being more effective than parental INH in a
macrophage model. Compounds 1b, 1c, and 1k exhibited
activity against INH-resistant (INHR) MTB strains at a
lower concentration (11), and the activity of the com-
pounds 2a, 2b, and 2c is listed in Table 1. The substitu-
tion of fluorine in the benzene ring of these compounds
appears to enhance their activity significantly.

Hydrazones
In a trail study that used N0-(1-alkyl-2,3-dihydro-2-oxo-1H-
3-indolyliden)-4-pyridine carboxylic acid hydrazide deriva-
tives as an alternative to INH, it was found that hydrazones
derived from 1-alkylisatin and INH were potent against
bovine- and human-sensitive and resistant strains of MTB
(12). The potent activity of compound (C) 3a (numbered as
same in Table 1) with reference to structure–activity rela-
tionship (SAR) might be attributed to lack of substitution at
R group compared to 3d, 3f, and 3g (numbering as 3b–d
in Table 1) compounds containing propyl, benzyl, and
acetyl groups, respectively.

Hydrazinecarbothioamides
A novel INH derivative 2-isonicotinoyl-N-[2-(trifluoromethyl)
phenyl] hydrazinecarbothioamide (Table 1 No. 4) was
found to be the most potent against MTB-H37Rv and
INHR MTB strains. The derivative was synthesized by
reacting INH with the potassium salt of substituted phenyl
thiocarbamate. Substitution in compound No. 4 with
strongly deactivating electron withdrawing groups like tri-
fluoromethyl groups in the phenyl ring resulted in excellent
antimycobacterial activity (13).
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Table 1: INH and its derivatives

C. no Structure and IUPAC name of INH compounds

In vitro activity against
MTB-H37Rv
MIC = lg/mL; D

In vitro activity
against INHR MTB
MIC = lg/mL; D

1

4-pyridinecarboxylic acid hydrazide

0.02–0.2 –

2

Parental compound
2a R = H; R1=2-F-C6H5

N0-[(1Z)-1-(2-fluorophenyl)ethylidene]isonicotinohydrazide (11)
0.4 >1.6

2b R = H; R1= 3-F-C6H5

N0-[(1Z)-1-(3-fluorophenyl)ethylidene] isonicotinohydrazide (11)
0.8 >1.6

2c R = CH3; R
1 = 4-F-C6H5

N0-[(1Z)-1-(4-fluorophenyl)ethylidene] isonicotinohydrazide (11)
0.2 >1.6

3

Parental compound
3a R = H

N0-[(3E)-2-oxo-1,2-dihydro-3H-indol-3-ylidene]pyridine-4-carbohydrazide (12)
2.7 2.7

3b R = C3H5

N0-[(3Z)-2-oxo-1-propyl-1,2-dihydro-3H-indol-3-ylidene]
pyridine-4-carbohydrazide (12)

3.1 3.1

3c R = C6H5CH2

N0-[(3Z)-1-(2-methylphenyl)-2-oxo-1,2-dihydro-3H-indol-3-ylidene]
pyridine-4-carbohydrazide (12)

3.5 3.5

3d R = CH2OH
N0-[(3Z)-1-acetyl-2-oxo-1,2-dihydro-3H-indol-3-ylidene] pyridine-4-carbohydrazide (12)

3.0 3.0

4

2-(pyridin-4-ylcarbonyl)-N-[2-(trifluoromethyl)phenyl]hydrazinecarbothioamide (13)

0.58a 0.58–10.88a
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Table 1: continued

C. no Structure and IUPAC name of INH compounds

In vitro activity against
MTB-H37Rv
MIC = lg/mL; D

In vitro activity
against INHR MTB
MIC = lg/mL; D

5

Parental compound

5a R = 4-CH3

(1E)-N0-isonicotinoyl-2-(4-methylphenoxy)ethanehydrazonamide (14)
6.25 50

5b R = 4-Cl
(1E)-2-(4-chlorophenoxy)-N0-isonicotinoylethanehydrazonamide (14)

3.12 100

5c R = 3-Cl
(1E)-2-(3-chlorophenoxy)-N0-isonicotinoylethanehydrazonamide (14)

3.12 12.5

5d R = 4-NO2

(1E)-N0-isonicotinoyl-2-(4-nitrophenoxy)ethanehydrazonamide (14)
6.25 50

6

Parental compound
6a R = H

N0-[(1E)-phenylmethylene]isonicotinohydrazide (15)
4.44a 8.88a

6b R = 3-F
N0-[(1E)-(3-fluorophenyl)methylene] isonicotinohydrazide (15)

4.11a 8.22a

6c R = 2-Cl
N0-[(1E)-(2-chlorophenyl)methylene] isonicotinohydrazide (15)

1.92a 7.70a

6d R = 4-Cl
N0-[(1E)-(4-chlorophenyl)methylene] isonicotinohydrazide (15)

3.85a 7.70a

6e R = 2-Br
N0-[(1E)-(2-bromophenyl)methylene] isonicotinohydrazide (15)

3.29a 6.58a

6f R = 4-OH
N0-[(1E)-(4-hydroxyphenyl)methylene] isonicotinohydrazide (15)

2.07a 8.29 a

6g R = 2-OMe
N0-[(1E)-(2-methoxyphenyl)methylene] isonicotinohydrazide (15)

0.98a 7.83 a

6h R = 3-OMe
N0-[(1E)-(3-methoxyphenyl)methylene] isonicotinohydrazide (15)

1.96a 7.83 a

6i R = 4-OMe
N0-[(1E)-(4 methoxyphenyl)methylene] isonicotinohydrazide (15)

1.96a 7.83 a

6j R = 2-OEt
N0-[(1E)-(2-ethoxyphenyl)methylene] isonicotinohydrazide (15)

1.86a 7.43 a

6k R = 3-OEt
N0-[(1E)-(3-ethoxyphenyl)methylene] isonicotinohydrazide (15)

3.71a 7.43 a

6l R = 3-NO2

N0-[(1E)-(3-nitrophenyl)methylene] isonicotinohydrazide (15)
7.40a 7.40 a

6m R = N0-[(1E)-(3-cyanophenyl)methylene] isonicotinohydrazide (15)
R = 3-CN

3.99a 7.99 a

7 NA
54.35b

NA
57.07 b
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Isonicotinylhydrazones
Yet, another study evaluated the anti-TB activity of six
compounds against 16 strains of MTB isolated from clinical
specimens and five reference strains, including four MDR
strains. These compounds (Table 1 No. 5a–e) were found
to be significantly more effective against INHR MTB ATCC
35822, in combination with INH. Lipophilicity of hydrazones
was not the critical factor affecting their potency and com-
bination with INH, para aminosalicylic acid, RIF, and EMB
showed synergic interactions. The ability of these com-
pounds to specifically inhibit the growth of MTB, their high
selectivity index, and ability to enhance the activity of stan-
dard drugs holds promise for future drug development (14).

N-acylhydrazones
Coelho et al.’s study (15) evaluated the in vitro antibacte-
rial activity of a series of 23 N-acylhydrazones derived from
INH against one INH-susceptible (INHS) strain and three
INHR clinical isolates. Interestingly, 13 derivatives (Table 1,
labeled as 6a–m) of acylhydrazones showed good activity
against the INHR strain carrying the S315T mutation. Of
the 13 derivatives, three (1,12,19) of them also showed
activity against another INHR strain (Table 1, labeled as
6b, 6h, 6m). This finding is significant given the fact that
S315T is the most frequently detected mutation in INHR

clinical isolates globally. While four derivatives showed
antibacterial activity against the INHS strain, one derivative
(Table 1, No. 6g) was more active than INH itself.

Failures in the classical methods have led to the evolution
of target-based screening methods. Recent advancements
in the field of computational biology coupled with genome

sequencing have paved way for rational drug designing
that has made the traditional tedious drug discovery pro-
cess simpler and economic. Notably, the development of
softwares and tools for molecular modeling, docking, and
dynamic studies has made lead screening easier. Further,
computational approaches have also aided in understand-
ing the mechanism of action and development of resis-
tance to existing drugs. We undertook a study (16), in
which derivatives of INH with proven activity (Table 1, Nos.
7, 8) (17–19) were taken from NCBI and ChemSpider
databases and docked with the wild-type and mutated
forms of KatG using in silico tools. Compound No. 7 is a
halogenated derivative of INH (17), while compound No. 8
contains INH Schiff base (18,19). Docking results sug-
gested good binding of the INH derivatives with mutant
forms of KatG (S315T, S315R, S315I, S315N, and
N138S), indicating the possibility of using these derivatives
as leads for developing anti-TB agents that can be used
to overcome INH resistance.

Although many derivatives or analogues of INH have been
synthesized and tested for their efficacy against H37Rv
and INHR MTB, very few of these compounds have actu-
ally gone further up the pipeline of the drug discovery pro-
cess. Albeit rigorous research along this path is underway,
refined derivatives with distinct features may be available
in the future for tackling INHR strains of MTB.

Rifampicin
RIF was introduced as an anti-TB drug in 1972. It is a
semisynthetic derivative of rifamycin and extremely effec-
tive against MTB. It has an MIC of 0.1–0.2 lg/mL (20) and

Table 1: continued

C. no Structure and IUPAC name of INH compounds

In vitro activity against
MTB-H37Rv
MIC = lg/mL; D

In vitro activity
against INHR MTB
MIC = lg/mL; D

N-[(4-fluorophenyl)methylideneamino]-1- methoxy-1-pyridin-4-
ylmethanimine (16,17)

8

N-[(E)-(3-methoxy-4-oxo-1-cyclohexa-2,5, dienylidene)
methyl]pyridine-4-Carbohydrazide (16,18,19)

0.03–0.05
54.11b

>0.75
57.78b

R = substitution site, D = docking score, NA = not available.
alM/mL.
bkcal/mol.
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is highly active against mycobacteria because it diffuses
rapidly across the hydrophobic cell envelope. Due to its
potent bactericidal action, RIF, along with INH, forms the
backbone of SCC for TB (21). Although rare, resistance to
RIF has been slowly increasing because of its widespread
use (Table 2 No. 1).

Rifampicin Derivatives Effective Against
Resistant MTB

The family of rifamycin comprises of rifampicin or rifampin
(RIF), rifalazil (KRM-1648), rifabutin (RBT), rifapentine (RPT),
and CGP-7040.

Rifalazil
It is a new semisynthetic RIF, with a long half-life and greater
activity than RIF and RBT against MTB both in vitro and in vivo

(22). A study undertaken by Moghazeh (23) evaluated the
activity of RIF, KRM-1648 (Table 2 No. 2), and RPT against
24 RIF-resistant (RIFR) clinical isolates of MTB with charac-
terized rpoB gene mutations, to correlate levels of resistance
with specific rpoB genotypes. The results showed that KRM-
1648 was more active in vitro than RIF and RPT.

Previously, KRM-1648 was tested in a clinical trial on pul-
monary patients with TB (24). However, due to severe
side-effects during the trial phase and occurrence of
cross-resistance to all rifamycins, the use of KRM-1648
was terminated.

Rifabutin (RBT)
RBT is a semisynthetic spiro-piperidyl derivative of RIF, which
is more active than RIF against slow-growing mycobacteria,
including MTB and members of theMycobacterium avium–in-
tracellulare complex, both in vitro and in vivo. Although RBT is
thought to retain some activity against a small proportion of
RIFR TB strains, precise studies on the impact of specific rpoB

mutations on RBT susceptibility in light of RBT exposure are
scarce. Therefore, the accuracy of rapid rpoB genotyping and
identification of patients who may benefit from RBT need to
be determined (25).

In a pilot study (26), the relationship between resistance to
RBT and RIF was evaluated in 41 RIFR isolates of MTB. It
was found that 35 isolates with RIF MIC ≥ 32 mg/L were
also resistant to RBT, while six isolates with MIC of 2–
16 mg/L to RIF were susceptible to RBT (Table 2 No. 3).
Susceptibility to RIF was influenced by substitutions such
as Asp516Val, Asp516Tyr, Leu533Pro, and double substi-
tutions such as Met515Ile and Leu533Pro, but not to RBT.
All isolates with mutations at codons 531 and 526, except
one isolate with a His526Cys substitution, exhibited resis-
tance to both compounds. RBT is rarely used for DR-TB
due to cross-resistance, but RBT has been part of suc-
cessful regimens to treat XDR-TB (25).

Rifapentine (RPT)
RPT, the cyclopentyl derivative of RIF, is currently
approved for intermittent dosing in the treatment of TB.
RPT has the potential to further shorten the duration of TB
treatment when given in higher doses. There is a signifi-
cant amount of interest to establish the maximum toler-
ated dose of this drug, and a number of clinical trials have
been planned or are underway to examine the safety,
pharmacokinetics, and efficacy of higher than standard
doses of RPT in first-line TB treatment (27). Higher doses
have recently been shown to have higher bactericidal
activity (28). Because of the greater potency of RPT
against MTB and its longer half-life as compared to that of
RIF, RPT is considered an attractive candidate for shorten-
ing or simplifying therapy (29).

Two methods have been developed for testing the suscepti-
bility of MTB to RPT (Table 2 No. 4), and a critical concen-
tration of 0.5 lg/mL of RPT has been proposed for both
methods (30), as it provides a reliable means of distinguish-
ing between susceptible and resistant MTB isolates in which
resistance can be mediated by both RIF and RPT.

CGP-7040
Activity of CGP-7040, a long-lasting derivative of RIF (10-
fold that of RIF), was compared with that of RIF in vitro

against RIFS and RIFR strains of MTB and M. avium/intra-

cellulare/scrofulaceum (MAIS) complex (Table 2, No. 5).
The compound was found to be active against susceptible
strains of MTB at MIC 4–8 times lower than that of RIF.
CGP-7040 was also more active than RBT and RIF
against M. avium. In addition, the compound was found to
be considerably more stable than RIF (31–33).

The use of rifamycins for the effective treatment of resis-
tant TB is still a matter of debate due to the levels of resis-
tance and cross-resistance, and extensive clinical and
molecular research in this line is warranted.

Pyrazinamide
The use of PZA as an anti-TB drug began in 1980 (Table 3,
No. 1). It is an important sterilizing drug and played a unique
role in shortening anti-TB therapy from a period of 9–
12 months to 6 months, as it kills a population of semi-dor-
mant tubercle bacilli residing in an acidic environment that is
not suitable for the action of other TB drugs (20).

Pyrazinamide Derivatives Effective Against
Resistant MTB

PZA remains an important compound for the treatment of
TB with the unique property of being active even in an
acidic environment, that is, on semi-dormant bacilli. As in
the case of INH, derivatives of PZA have been synthesized
and tested on drug-susceptible MTB, but there are few
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Table 2: RIF and its derivatives

C. no.
Structure and chemical name of
RIF compounds

In vitro activity against
MTB-H37Rv-MIC = lg/mL

In vitro activity against RIFR MTB
MIC = lg/mL

1

RIF (20)

0.1–0.2

2

KRM-1648 (23)

<1 4 – >32

3

RBT (26)

0.06–0.5 ≤0.5

4

RPT (30)

0.03–0.12 ≥8.0
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studies that have tested these compounds on PZA-resis-

tant (PZAR) strains, these are described below.

5-Chloro-pyrazinamide
A synthetic analogue of PZA, 5-chloro-pyrazinamide (5-Cl-
PZA), was shown to possess activity against MTB (34).
The mode of action of 5-Cl-PZA is thought to be on type I
fatty acid synthase (FAS-I) (35) and was therefore different
from that of PZA. Further evidence for its differential mode
of action was that PZAR MTB strains without PZase activ-
ity were still susceptible to 5-Cl-PZA, suggesting that the
action of 5-Cl-PZA was independent of PZase activity. It
remains to be determined whether 5-Cl-PZA also needs to
be metabolized to its active form for killing activity. Another
significant difference was that while PZA was only active
against MTB with no activity on M. smegmatis

(MIC = 2000 lg/mL), 5-Cl-PZA was active against both
MTB and M. smegmatis (MIC = 32 lg/mL) (34) (Table 3,
No. 2). In contrast, another study reported that the MIC of
5-Cl-PZA was between 12.5 and 25 lg/mL against MTB
and at doses up to 150 mg/kg was not active in a chronic
murine TB model (36).

Esters of pyrazinoic acid
A collection of esters of POA and 5-substituted POA
derivatives have been reported to possess enhanced
in vitro activity against both PZAS and PZAR MTB (Table 3,
No. 3a–d), as well as against the naturally occurring PZAR

M. bovis, M. kansasii, and M. avium isolates (37,38). The
observation that PZAR strains of MTB were still susceptible
to POA prompted efforts to develop POA precursors as
anti-TB drugs. Esters of POA were found to have greater
anti-TB activity than POA in vitro. This indicates that
increasing the lipophilicity of POA by converting POA to
esters would increase its anti-TB activity and that MTB
must contain some esterase activity that can break down
POA esters to POA in tubercle bacilli. The mode of action

of POA esters is thought to be same as that of PZA and
POA (37,38). POA esters 4c and 4d (Table 3, No. 3b, 3c)
were shown to be active against PZAS and PZAR MTB iso-
lates. The propyl ester 4d (3c) compared to 4c (3b) was
well tolerated when given orally daily at 450 mg/kg for
10 days (38), while the tolyl ester 4h (3d) had good tolera-
bility compared to 4a (3a).

Yet, another study reported that POA and its n-propyl
ester inhibit FAS-I in replicating tubercle bacilli (39).
Despite the improved anti-TB activity of POA esters
in vitro, efficacy studies in mice have so far failed to
demonstrate any favorable activity against MTB, presum-
ably due to instability of the POA esters in vivo (40).

Aminomethylene amides
Aminomethylene amides of PZA have been demonstrated
to have an activity equal to or greater than that of PZA.
Strikingly, the newer class of aminomethylene amides was
found to be active against a PZAR strain with MIC compa-
rable to that of susceptible strains. Infected macrophages
were treated with MTB-H37Rv, for a period of 8 days in
the presence of these compounds, and it was observed
that there was a decline in the number of colony-forming
units (CFU) by one, two, or more logs of viable counts
after 8 days of cultivation, demonstrating that the com-
pounds were bactericidal in macrophages. In combination
with RIF, compound No. 4 at pH 5.5 (Table 3, No. 4a)
was found to be profoundly effective at reducing the bac-
terial load. Most significantly, these new agents (Table 3,
No. 4a–f) retain activity against PZAR organisms in vitro.
Hence, the authors strongly suggest that this line of com-
pounds holds promise for the development of new bacteri-
cidal drugs effective against intracellular and extracellular
MTB (41). The effect of structure on the activity of PZA
analogues is based on effect of aminomethylene amide
which has pH-independent activity as well as activity in
infected cultured human monocyte-derived macrophages.

Table 2: continued

C. no.
Structure and chemical name of
RIF compounds

In vitro activity against
MTB-H37Rv-MIC = lg/mL

In vitro activity against RIFR MTB
MIC = lg/mL

5

CGP-7040 (31)

0.08 0.3

R = substitution site.
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Table 3: PZA and its derivatives

C. no. Structure and IUPAC name of PZA compounds

In vitro activity against
MTB-H37Rv
MIC = lg/mL; D

In vitro activity against
PZA-resistant
MTB MIC = lg/mL; D

1

Pyrazine -2-carboxylic acid (20)

8–60 –

2

5-chloro-pyrazinamide (34)

16 32

3

Parental Compound
3a R = 2, 2, 2-Trifluoroethyl

2, 2, 2- Trifluoroethyl pyrazinoate (38)
25 25

3b R = Allyl (C3H2)
Allyl pyrazine-2-carboxylate (38)

≤3.12 6.25

3c R = Propyl (C3H3)
Propyl pyrazine-2-carboxylate (38)

≤3.12 6.25

3d R = 4 -Tolyl (C6H5CH3)
4 -Tolyl pyrazinoate (38)

12.5 12.5

4

Parental Compound
4a X = H; R1 = (CH2) 4; R

2 = Nil
N-(Pyrrolidin-1-ylmethyl)pyrazine-2-carboxamide (41)

50 100

4b X = H; R1 = C3H7; R
2 = C3H7

N-(Dipropylaminomethyl)pyrazine-2-carboxamide (41)
50 100

4c X = H; R1 = (CH2) 5; R
2 = Nil

N-(Piperidin-1-ylmethyl)pyrazine-2-carboxamide (41)
25 100

4d X = H; R1 = [(CH2)2]2N-CH3; R
2 = Nil

N-(Piperazin-1-ylmethyl)pyrazine-2-carboxamide (41)
100 >100

4e X = H; R1 = CH3; R
2 = CH2C6H5

N-(N0-Benzyl, N0-methylaminomethyl)pyrazine-2-Carboxamide (41)
50 100

4f X = CH3; R
1 = [(CH2)2]2O

N-(Pyrrolidin-1-ylmethyl)-5-methylpyrazine-2-Carboxamide (41)
100 100

4g X = CH3; R
1 = C3H7; R

2 = C3H7

N-(Morpholin-4-ylmethyl)-5-methylpyrazine-2-carboxamide (41)
100 100

4h X = CH3; R
1 = C2H5; R

2 = C2H5

N-(Diethylaminomethyl)-5-methylpyrazine-2-carboxamide (41)
100 100

4i X = CH3; R
1 = C3H7; R

2 = C3H7

N-(Dipropylaminomethyl)-5-methylpyrazine-2-carboxamide (41)
50 100
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Mannich bases
In an investigation, PZA derivatives were synthesized
based on Mannich bases and evaluated them for antimy-

cobacterial activity in vitro and in vivo against MTB-H37Rv.
Compound No. 5 in Table 3 was found to be the most
active compound in vitro against drug-susceptible MTB

Table 3: continued

C. no. Structure and IUPAC name of PZA compounds

In vitro activity against
MTB-H37Rv
MIC = lg/mL; D

In vitro activity against
PZA-resistant
MTB MIC = lg/mL; D

4j X = CH3 R1 = (CH2)2]2N-CH3 R2 = Nil
N-(Piperazin-1-ylmethyl)-5-methylpyrazine-2-Carboxamide (41)

50 100

5

1-cyclopropyl-6-fluoro-1,4-dihydro-8-methoxy-
7-(3-methyl-4-((pyrazine-2 carboxamido)
methyl)piperazin-1-yl)-4-oxoquinoline-3-carboxylic acid (42)

0.39 0.2

6

6-chloro-N-(4-fluorophenyl) pyrazine-2- carboxamide (43) (45)

6.25
52.87a

NA
55.63a

7

Pyrazinoic acid n-octyl ester (44,45)

100
55.04a

NA
57.79a

R = substitution site, D = docking score, NA = not available, e = activity at pH 5.5.
akcal/mol.
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and MDR-TB. Further, it was suggested that the enhanced
activity might be due to the inhibition of both enzymes
FASI and DNA gyrase of MTB (42).

Chlorinated N-phenylpyrazine-2-carboxamides and
Pyrazinoic acid n-octyl ester
Compound No. 6 in Table 3 manifested the highest activity
against MTB-H37Rv in a study conducted on 16 PZA ana-
logues with the -CONH- linker connecting the pyrazine
and benzene rings (43). Another compound (No. 7 in
Table 3) was not only bacteriostatic but also bactericidal
against MTB-H37Rv and two other species of mycobacte-
ria in vitro under conditions in which PZA showed no or
little activity (44).

On account of the profound in vitro activity of the above
two compounds against susceptible MTB, we investigated
their effect on resistant MTB using an in silico approach
(45). In this study, PZA and its derivatives were docked
with modeled clinical mutants (Asp8Gly, Lys96Thr,
Ser104Arg, Cys138Tyr, and Cys138Ser) of PZase known
to exhibit PZA resistance. The analysis showed that the
above two compounds had good binding affinity to the
mutant forms of PZase.

However, till date, several derivatives of PZA have been
synthesized and tested for their efficacy against H37Rv
and PZAR strains, but with rather low success rate.

Concluding Remarks

Development of effective drugs to control various forms of
DR-TB is the need of the hour. Unfortunately, during the
last 40 years, there has been no new drug for the treat-
ment of TB (46,47). However, there has been enhanced
research in this line in recent years (48,49). Development
of new drugs from existing ones is a viable approach that
focuses on already known TB drug targets and limits the
complexity revolving around the complex drug discovery
pathways. These may have improved half-life and
increased bioavailability, be more efficacious, and serve as
cost-effective alternatives. It can be hoped that new drugs
will be synthesized in future from the existing TB drugs,
curtailing much time and endeavor on bringing out a new
medicine from the laboratory to market (50–52). A number
of known drugs are being currently investigated for their
simplification, and improvements in the current TB drug
regimen are being investigated (47). However, cross-resis-
tance limits the applicability of the redevelopment
approach of existing drugs as seen in the case of new rifa-
mycin derivatives (25).

Presently, there is a new wave of interest in the research
and development of new lead molecules that has been
coupled to the availability of the genome sequence of
MTB (53) and clinical isolates of MTB (54). The accelerated

advancement in drug developing strategies is owing to
drug resistance that has developed against many of the
currently used anti-TB drugs, resulting in the requirement
of longer periods of therapy and displaying higher levels of
toxicity. Many researchers have synthesized various ana-
logues of anti-TB agents and tested them for activity
against DR-MTB strains to circumvent the problem. As a
result of consistent research in this area, certain derivatives
of the parental drug are currently in clinical trials against
resistant TB. In addition, it is expected, from the advance-
ments made in these areas, that a joint venture led by
both academicians and industrialists would be set up to
generate novel derivatives to successfully treat resistant
strains of MTB. Thus, a considerable amount of effort is
still needed for the development and evaluation of novel
drugs against MDR-, XDR-, and HIV-TB.
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